>XM_169439 ACCESSION:XM_169439 NID: gi 20561686 ref XM_169439.1 

Homo sapiens similar to G protein-coupled receptor 56; 
EGF-TM7-like (LOC222487), mRNA 
Length = 1803 

Score = 1008 bits (2578), Expect = 0.0 

Identities = 549/600/(92%), Positives = 549/600 (92%), Gaps = 51/600 (8%) 
Frame = +1 

Query: 1 MATPRGLGALLLLLLLPTSGQEKPTEGPRNTC 60 

MATPRGLGALLLLLLLPTSGQEKPTEGPRNTCLG 
Sbjct: 1 MATPRGLGALLLLLLLPTSGQEKPTEGPRNTCLGSNlMYDIFNLlSrDKALCFTKCRQS 180 

Query: 61 SCWE^QRYWLNYEAHLMKEGLTQKWTPFLKALVQNLSTNTAEDFYFSLEPSQVPRQV 12 0 

SCNVENLQRYWLNYEAHLMKEGLTQKVNTPFLKALVQNLSTNTAEDFYFSLEPSQVPRQV 
Sbjct: 181 SCNVENLQRYWLNYEAHLMKEGLTQKVNTPFLKALVQNLSTNTAEDFYFSLEPSQVPRQV 360 

Query: 121 MKDEDKPPDRVRLPKSLFRSLPGNRSWRLAVTILDIGPGTIiFKGPRLGLGDGSGVLNlsrR 180 

MKDEDKPPDRVRLPKSLFRSLPGNRSWRLAVTILDIGPGTIiFKGPRLGLGDGSGVLNNR 
Sbjct: 361 MKDEDKPPDRVRLPKSLFRSLPGNRSWRLAVTILDIGPGTLFKGPRLGLGDGSGVLNNR 540 

Query: 181 LVGLS VGQMHVTKLAEPLE I VF SHQRP P PNMTLTCVFWDVTKGTTGDWS S EGC STEVRPE 240 

LVGLSVGQMWTKLAEPLEIVFSHQRPPPmTLTCVFTOVTKGTTGDWSSEGCSTEVRPE 
Sbjct: 541 L VGLS VGQMHVTKLAEPLE I VF SHQRP PPNMTLTCVFWDVTKGTTGDWSS EGC STEVRPE 720 

Query: 241 GTVCCCDHLTFFALLLRPTLDQSTVHILTRISQAGCGVSMIFLAFTIILYAF 292 

GTVCCCDHLTFFALLLRPTLDQSTVHILTRISQAGCGVSMIFLAFTIILYAF 
Sbjct: 721 GTVCCCDHLTFFALLLRPTLDQSTVHILTRISQAGCGVSMIFLAFTIILYAFLRAVPPPS 900 

Query: 293 LRLSRERFKSEDAPKIH 309 

LRLSRERFKSEDAPKIH 

Sbjct: 901 PRHGPHPQQAECDLPAGRIAGPCERGLERQEKLPPAPQGGAWHLRLSRERFKSEDAPKIH 1080 

Query: 310 VALGGSLFLLNLAFLVNVGSGSKGSDAACWARGAVFHYFLLCAFTWMGLEAFHLYLLAVR 369 

VALGGSLFLLNLAFLVNVGSGSKGSDAACWARGAVFHYFLLCAFTWMGLEAFHLYLLAVR 
Sb j c t : 108 1VALGGSLFLLNLAFLVNVGSGSKGSDAACWARGAVFHYFLLCAFTWMGLEAFHL YLLAVR 1260 

Query: 370 VFNTYFGHYFLKLSLVGWGLPALMVIGTGSANSYGLYTIRDRENRTSLELCWFREGTTMY 429 

VFNTYFGHYFLKLSLVGWGLPALMVIGTGSANSYGLYTIRDRENRTSLELCWFREGTTMY 
Sb j c t : 126 1 VFNTYFGHYFLKLSLVGWGLPALMVIGTGS ANS YGLYTIRDRENRTSLELCWFREGTTMY 1440 

Query: 430 ALYITVHGYFLITFLFGMWLALVWKIFTLSRATAVK^ 489 

ALYITVHGYFLITFLFGMVVLALVVWKIFTLSRATAVKERGKNRKKVLTLLGLSSL^^ 
Sbjct: 144 1 AL Y I TVHG YFL I TFLFGMWLALWWKI FTL S RATAVKERGKNRKKVLTLLGL S S L VGVT 1620 

Query: 490 WGLAIFTPLGLSTVYIFALFNSLQGVFICCWFTILYLPSQSTTVSSSTARLDQAHSASQE 549 

WGLAIFTPLGLSTVYIFALFNSLQGVFICCWFTILYLPSQSTTVSSSTARLDQAHSASQE 
Sbjct : 1621WGLAIFTPLGLSTVYIFALFNSLQGVFICCWFTILYLPSQSTTVSSSTARLDQAHSASQE 1800 
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□ 1: XM_169439[gi:20561686] This record was removed as a result of standard genome annotation 
processing. See the genome build documentation at 

http://vvvvw.ncbi.nlm.nih,gov/genome/guide/build f html for further information, or contact 
info@ncbi.nlm.nih.gov. 
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XM_169439 1803 bp mRNA linear PRI 01-AUG-2002 

Homo sapiens similar to G protein-coupled receptor 56; EGF-TM7-like 
(L0C222487) , mRNA. 
XM_169439 

XM_169439.1 GI: 20561686 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
1 (bases 1 to 1803) 
NCBI Annotation Project. 
Direct Submission 

Submitted (31-JUL-2002 ) National Center for Biotechnology 
Information, NIH, Bethesda, MD 20894, USA 

GENOME ANNOTATION REFSEQ: This model reference sequence was 
predicted from NCBI contig NT_010463 by automated computational 
analysis using gene prediction method: GenomeScan, supported by EST 
evidence . 
Also see: 

Documentation of NCBI ' s Annotation Process 

Location/Qualifiers 
1. .1803 

/organism= n Homo sapiens" 
/ mo 1_ t ype = " mRNA " 
/ db_xref = " taxon : 9 6 0 6 " 
/chromosome= " 16 " 
1. .1803 

/gene="LOC222487" 
/db_xref = " InterimID : 222487 " 
1..1803 

/gene= ,, LOC222487" 
/codon_start=l 

/product = " similar to G protein-coupled receptor 56; 
EGF-TM7-like 11 
/protein_id=" XP__169439 . 1 " 
/db_xref="GI: 20561687" 
/db_xref = " InterimID : 222487 " 

/ translation= "MATPRGLGALLLLLLLPTSGQEKPTEGPRNTCLGSNNMYDIFNL 
NDKALCFTKCRQSGSDSCNVENLQRYWLNYEAHLMKEGLTQKVNTPFLKALVQNLSTN 
TAEDFYFSLEPSQVPRQVMKDEDKPPDRVRLPKSLFRSLPGNRSWRLAVTILDIGPG 
TLFKGPRLGLGDGSGVLNNRLVGLSVGQMHVTKLAEPLEIVFSHQRPPPNMTLTCVFW 
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DVTKGTTGDWSSEGCSTEVRPEGTVCCCDHLTFFALLLRPTLDQSTVHILTRISQAGC 
GVSMIFLAFTIILYAFLRAVPPPSPRHGPHPQQAECDLPAGRIAGPCERGLERQEKLP 
PAPQGGAWHLRLSRERFKSEDAPKIHVALGGSLFLLNLAFLVNVGSGSKGSDAACWAR 
GAVFHYFLLCAFTWMGLEAFHLYLLAVRVFNTYFGHYFLKLSLVGWGLPALMVIGTGS 
ANSYGLYTIRDRENRTSLELCWFREGTTMYALYITVHGYFLITFLFGMVVTiALVVWKI 
FTLSRATAVKERGKNRKKVLTLLGLS SLVGVTWGLAI FTPLGLS TVYI FALFNSLQGV 
FICCWFTILYLPSQSTTVSSSTARLDQAHSASQE " 
634. .768 

/gene="LOC222487" 

/note="Region: pfam01825, GPS/ Latrophilin/CL-l-like GPS 
domain. Domain present in latrophilin/CL-1 , sea urchin REJ 
and polycystin" 
634. .768 

/gene="LOC222487 M 

/note=" Region: smart 003 03, GPS, G-protein-coupled receptor 
proteolytic site domain; Present in latrophilin/CL-1, sea 
urchin REJ and polycystin" 
1150. .1725 
/gene="LOC222487" 
/note=" Region: pfam00002, 
(Secretin family) " 
1441 

/gene="LOC222487" 
/allele= ,, A" 
/allele="G" 

/ db_xr e f = " dbSNP : 2290178 " 
563 c 492 g 409 



7tm_2, 7 transmembrane receptor 



atggcgacgc 
61 caggaaaagc 
121 atcttcaact 
181 tcctgcaatg 
241 gaaggtttga 
301 accaacactg 
361 atgaaggacg 
421 ctgccaggca 
481 actctcttca 
541 ctggtgggtt 
601 gtcttctctc 
661 actaaaggga 
721 gggaccgtgt 
781 gaccagtcca 
841 atcttcctgg 
901 ccacgacatg 
961 ggaccctgtg 
1021 gcctggcatc 
1081 gtggccctgg 
1141 ggctcaaagg 
1201 ctctgtgcct 
1261 gtcttcaaca 
1321 cccgccctga 
1381 gatagggaga 
1441 gccctctata 
1501 ctggccctgg 
1561 gggaagaacc 
1621 tgggggttgg 
1681 aactccttgc 
1741 agcaccacag 
1801 tag 



ccaggggcct 

ccaccgaagg 

tgaatgacaa 

tggaaaactt 

cgcagaaggt 

cagaagactt 

aggacaagcc 

acaggtctgt 

agggcccccg 

tgagtgtggg 

accagcgacc 

ccactggaga 

gctgctgtga 

cggtgcatat 

ccttcaccat 

gtccccatcc 

agcggggctt 

tcaggctttc 

gtggcagcct 

ggtctgatgc 

tcacctggat 

cctacttcgg 

tggtcatcgg 

accgcacctc 

tcaccgtcca 

tggtctggaa 

ggaagaaggt 

ccatcttcac 

aaggtgtctt 

tctcctcctc 



gggggccctg 

gccaagaaac 

ggctttgtgc 

gcagagatac 

gaacacgcct 

ctatttctct 

ccctgacaga 

ggtccgcttg 

gctcggcctg 

acaaatgcat 

gccccctaac 

ctggtcttct 

ccacctgacc 

cctcacacgc 

tattctttat 

ccaacaagcc 

ggagcgccag 

ccgggagagg 

gttcctcctg 

tgcctgctgg 

gggccttgaa 

gcactacttc 

cactgggagt 

tctggagcta 

cggctacttc 

gatcttcacc 

gctcaccctg 

cccgttgggc 

catctgctgc 

tactgcaaga 



ctcctgctcc 
acctgcctgg 
ttcaccaagt 
tggctaaact 
ttcctgaagg 
ctggagccct 
gtgcgacttc 
gccgtcacca 
ggagatggca 
gtcaccaagc 
atgaccctca 
gagggctgct 
tttttcgccc 
atctcccagg 
gcctttctga 
gagtgtgact 
gagaaattac 
ttcaagtcag 
aatctggcct 
gcccgggggg 
gccttccacc 
ctgaagctga 
gccaacagct 
tgctggttcc 
ctcatcacct 
ctgtcccgtg 
ctgggcctct 
ctctccaccg 
tggttcacca 
ttggaccagg 



tcctgctccc 

ggagcaacaa 

gcaggcagtc 

acgaggccca 

ctttggtcca 

ctcaggttcc 

ccaagagcct 

ttctggacat 

gcggcgtgtt 

tggctgagcc 

cctgtgtatt 

ccacggaggt 

tgctcctgag 

cgggctgtgg 

gggccgtccc 

tgccagctgg 

caccagctcc 

aagatgcccc 

tcttggtcaa 

ctgtcttcca 

tctacctgct 

gcctggtggg 

acggcctcta 

gtgaagggac 

tcctctttgg 

ctacagcggt 

cgagcctggt 

tctacatctt 

tcctttacct 

cccactccgc 



gacctcaggt 
catgtacgac 
gggcagcgac 
tctgatgaag 
gaacctcagc 
gaggcaggtg 
ttttcgatcc 
tggtccaggg 
gaacaatcgc 
tctggagatc 
ctgggatgtg 
cagacctgag 
acccaccttg 
ggtctccatg 
tccgccctct 
ccgcattgct 
ccagggtggg 
aaagatccac 
tgtggggagt 
ctacttcctg 
cgctgtcagg 
ctggggcctg 
caccatccgt 
aaccatgtac 
catggtggtc 
caaggagcgg 
gggtgtgaca 
tgcacttttc 
cccaagtcag 
atctcaagaa 



// 
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